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EICAT profile: Pelophylax bergeri
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Justification for EICAT

assessment Impact through hybridisation between P. bergeri and P. lessonae is massive, hybrids have completely

replaced the native P. lessonae (Dubey et al. 2014, Dufresnes et al. 2007, Dufresnes and Dubey 2020).
The deep introgression has colapsed the genetic structure of the native Pelophylax populations (Dubey
et al. 2014).
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LT el g o {61 WY 1] s (e 4| Hybridisation - genetic introgression between Pelophylax bergeri and the native species P. lessonae and
P. esculentus has led to the replacement of most pure native populations.

G- o) dl F- André de Villiers

(@)1 1d41010140) gl Carla Wagener; Mohlamatsane Mokhatla; James Baxter-Gilbert; Corey Thorp; Alexander D. Rebelo; Sarah
J. Davies; Nitya Prakash Mohanty; John Measey; Giovanni Vimercati; Sabrina Kumschick; Khensani Nkuna

SIS il EICAT authority

Y el0) a1 11 =t ale (1o el a=1alo) 1 F. André de Villiers. (2025). Pelophylax bergeri . IUCN Environmental Impact Classification for Alien Taxa
(EICAT).

Impact categories

'Harmful'

Massive (MV)

\ETTOYIRY!

Adequate data

Moderate (MO)

mud Minor (MN)

Magnitude of impact

Alien taxa

— Minimal Concern (MC)

©

Evaluated

Data Deficient (DD)

All species

No Alien Populations (NA)

Not Evaluated (NE)

EICAT 2025. Profile Pelophylax bergeri. Available from: Pag. 1
https://iucngisd.org/gisd/species.php?sc=2015 [Accessed 07 December 2025]


http://apiv3.iucnredlist.org/api/v3/website/Pelophylax%20bergeri
http://apiv3.iucnredlist.org/api/v3/website/Pelophylax%20bergeri
http://193.206.192.138/gisd/
https://iucngisd.org/gisd/species.php?sc=2015

